ABSTRACT Dehalobacter sp. strain TeCB1 was isolated from groundwater contaminated with a mixture of organohalides and is able to respire 1,2,4,5-tetrachlorobenzene and 1,2,4-trichlorobenzene. Here, we report its 3.13-Mb draft genome sequence.
Strain TeCB1's genome was compared to that of its closest relative, Dehalobacter restrictus PER-K23; among the many differences found, TeCB1 possesses a single 16S rRNA gene, while the PER-K23 genome contains four (12) . Strain TeCB1 encodes 24 reductive dehalogenase (RdhA) homologs, one of them N-terminally truncated and five unique to this strain, together with a complete set of genes for de novo cobalamin and menaquinone biosynthesis and the Wood-Ljungdahl pathway. The genome also comprises the genes encoding various kinds of [NiFe]-and [FeFe]-hydrogenases, including Hup-type and bifurcating hydrogenases. Accession number(s). This whole-genome shotgun project has been deposited at DDB/ENA/GenBank under the version number MCHF00000000.
